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Summary 

Accomplished Director and R&D Scientist with hands-on experience in developing and applying genome-wide 
technologies to study the genome and transcriptome. Driven to advance the field of Precision Cancer Medicine. Led 
initiatives to apply next-generation sequencing (NGS) methods to study cancer development, improve cancer 
diagnosis and prognosis, and to understand acquired resistance to treatment. Supervised teams that include PhD level 
researchers and bioinformaticians; encourage exploration of ideas and project ownership.  
 

Professional Experience 

ILLUMINA INC., CA 
Associate Director Scientific Research in Res Tech Dev - Oncology Tools. 2016-March 2017 
 Responsible for developing new technologies and applications in oncology using NGS 
 Directed staff of 4 PhD scientists. 
 
DANA-FARBER CANCER INSTITUTE, HARVARD MEDICAL SCHOOL, MA   2010-2016 
Associate Director of the Center of Cancer Genome Discovery (www.dana-farber.org/CCGD) 
 Developed, optimized and validated NGS for tumor profiling starting from FFPE tissue biopsies and cfDNA. 
 Created one of the first cancer-gene panels for targeted sequencing of barcoded DNA libraries (in 2010).  
 Translated Illumina based targeted sequencing (OncoPanel) and Sequenom based genotyping (OncoMap) in the 

clinic. Cancer genome profiling became standard of care for all Dana-Farber cancer patients. 
 Directed staff of 10-15, including PhD group leaders, bioinformaticians, technicians, administrators. 
 Established financially sustainable service model with a 3 million dollar operating budget. 
 
BIONOMICS RESEARCH & TECHNOLOGY CENTER (BRTC), UMDNJ-RUTGERS, NJ 2008-2010 
Research and Project Manager of the Bionomics Research & Technology Center. 
 Coached 5-10 employees in a large scale sample repository and service center 
 Managed large projects for genome analyses (DNA fingerprinting-Fluidigm, Agilent and Affymetrix microarrays, 

high-throughput qRT-PCR), sample processing, sample repository and distribution. 
 Created a new process flow, including Information Management Systems and data bases. 
 Adhered to aggressive deadlines within a challenging working environment. 
 
FLANDERS INSTITUTE OF BIOTECHNOLOGY (VIB), Leuven, Belgium 1999-2008 
Director of Genomic Service Facility (www.nucleomics.be/about-us/history)  
 Founded the first industry-like Service Facility within Belgian academia. 
 Developed in-house cDNA and aCGH microarrays for Arabidopsis, Mouse and Human genomes. 
 Initiated and led interdisciplinary collaborations: biology-engineering-bioinformatics-medicine 
 Directed a staff of 8-12 employees. 
 Wrote a business plan and accomplished financial independence in 5 years. 
 
LAWRENCE LIVERMORE NATIONAL LABORATORY (LLNL), Livermore, California, USA 1994-1999 
Biomedical Scientist – PostDoctoral fellow 
 Developed new molecular techniques to study genome instability in human germ cells. 
 Introduced microarray technology to study the toxicogenome in the embryo. 



Paul Van Hummelen, PhD    (347) 293 3678 Page 2 
    

 

Consultancy and Scientific Outreach 

 Organized annual research symposia for Science, Marketing and Education. 

 Member of Dana-Farber Assessment Committee for community hospital partnerships, 2015-present 

 Member of the Dana-Farber Scientific and Institutional Review Board (SRC & IRB), 2014-present 

 Consulted for Industrial, Clinical, Government and Academic partners: 

˗ Chair of Scientific Advisory Board, Genomics Core Gasthuisberg University Hospital, Leuven Belgium (2014) 
˗ Technology consultant on introducing precision cancer medicine at Asan Medical Center (AMC), Seoul - Korea 

(2012-present) 
˗ Member of Omics Working group at European Center Ecotoxicology and Toxicology of Chemicals (ECETOC) 

(2007, 2010) 
˗ Expert at the Toxicogenomics Working Party of European Medicines Agency (EMEA) (2007) 
˗ Consultant on Omics technologies for Molecular Dynamics/Amersham (2003) 
˗ Expert and teacher at international microarray workshops in Santiago-Chile (2000), Utrecht-The Netherlands 

(2003), and Vicosa-Brazil (2005) 

 

 

Education and Memberships 

LAWRENCE LIVERMORE NATIONAL LABORATORY, Livermore, CA 

 Postdoctoral Fellow, Human Genetics and Genomics 

UNIVERSITY OF BRUSSELS (VUB), Brussels, Belgium 

 PhD in Cytogenetics and Genetic Toxicology 
 MS in Molecular Biology and Biotechnology 
 BS in Biology – Genetics 

MEMBERSHIPS 

 American Society of Human Genetics (ASHG), 1999, 2015-Present 
 American Association of Cancer Research (AACR), 2010-Present 
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